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Academic Career and Positions Held
[ earned a master’s degree in environmental engineering in 2005 from the University of Michigan, Ann
Arbor, MI, USA and received my Ph.D. from the same institution in 2009. During my PhD, [ was a US EPA
STAR fellow and Graham Sustainability Institute fellow, and received the CH2M Hill/AEESP Outstanding
Doctoral Dissertation Award. Subsequently, I worked as a post-doctoral researcher with Michael
Wagner and Alexander Loy at the University of Vienna, Austria from 2009 to 2012. In 2012, I accepted
a tenure-track assistant professorship position at the Division of Microbial Ecology, University of
Vienna. [ was promoted to associate professor in 2016 and received my habilitation (venia docendi) in
Microbiology in 2017. In 2018, I was promoted to full professor, and in the same year I became the
founding operational director of the Joint Microbiome Facility of the Medical University of Vienna
and the University of Vienna. I am currently a member of the Centre for Microbiology and
Environmental Systems Science at the University of Vienna. [ am also an editor of the journal Critical
Insights in Microbiology, and advisory board member for the Austrian Microbiome Initiative (AMICI) as
well as the Austrian Society for Hygiene, Microbiology, and Preventative Medicine (OGHMP).

Scientific Achievements

Since 2005, I have authored 133 publications, primarily in leading interdisciplinary and disciplinary
journals (H-index: 55, Total citations: 14,630; Google Scholar, Sep. 23, 2025) and have given 86 invited
presentations at international scientific conferences and academic institutions. I have been awarded
12 research grants as PI or co-P], including an ERC Starting Grant focused on illuminating functional
networks of interacting bacteria in the gut microbiota. My research focuses on the function of the human
microbiota in health and disease, and [ have a particular interest in nutrition, inflammation, bacterial-
mucosal interactions, cancer, and neurodevelopment. In addition to studying the ecology and evolution
of key species in the human microbiota, a major focus is to develop modeling approaches to study
microbial communities as well as to develop new molecular and isotope-labeling methods for studying
uncultivated microorganisms in their natural environment.

We live in an intimate symbiosis with our gut microbiota, which provides us with many vital services
such as breakdown of dietary compounds, colonization resistance against enteric pathogens, and
immune training. In the last years, a refined picture of the composition of the human and animal
microbiota in healthy individuals has emerged. Now, the major challenge in the field is to discover and
elucidate the many uncharacterized metabolisms encoded in the microbiome, and to determine their
roles in health and disease. My key research achievements include the development of a prophylactic
treatment for C. difficile infections based on gut microbiome modulation, benchmarking of widely-
used network analysis methods to infer interactions in microbial communities, and identification
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of gut Klebsiella as a biomarker of brain injury in extremely premature infants. My work has been
recognized by the City of Vienna Support Prize for Natural Sciences (2017) and the Austrian
Microbiology Prize from the Austrian Society for Hygiene, Microbiology and Preventative Medicine
(2014).
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