Publication List David Berry
September 22, 2025

Peer-reviewed scientific publications

* Indicates equal contribution
*Corresponding author

1.

10.

11.

12.

Bauchinger F, Berry D*. 2025. Metatranscriptomic-driven insights into mucosal glycan
degradation by the human gut microbiota. FEMS Microbiol Ecol. Accepted.

Anwar S,..., Berry D,..., Sergaki C. 2025. DNA Reference Reagents Isolate Biases in
Microbiome Profiling: A Global Multi-Lab Study. mSystems. Accepted.
Rasoulimehrabani H, Khadem S, Hodzi¢ A, Philipp M, Gallo R, Nikolov G, Séneca J,
Ramesmayer J, Sivuli¢ P, Berry D*. 2025. Evaluating the prebiotic activity of
arabinogalactan on the human gut microbiota using 16S rRNA gene sequencing and
Raman-activated cell sorting. Microbiome Res Rep. 4:30. DOI: 10.20517/mrr.2025.29.
Rasoulimehrabani H, Riva A, Inan D, Hodzi¢ A, Hausmann B, Nikolov G, Khadem S,
Hieger N, Wiesenbauer J, Kaiser C, Filz V, Bottcher T, Berry D*. 2025. Lactulose
selectively stimulates members of the gut microbiota, as determined by multi-modal
activity-based sorting. Gut Microbes. 17(1). DOI: 10.1080/19490976.2025.2525482.
Fejes R, da Silva JSC, Pjevac P, Lutnik M, Weisshaar S, Pilat N, Steiner R, Wagner K-H,
Woodman RC, Bondonno CP, Hodgson JM, Berry D, Wolzt M, Neubauer O. 2025.
Increased Nitrate Intake from Beetroot Juice over 4 weeks changes the Composition
of the Oral, but not the Intestinal Microbiome. Mol Nutr Food Res. Accepted.
Krasenbrink J, Hanson BT, Weiss AS, Borusak S, Sebastian Tanabe T, Lang M, Aichinger
G, Hausmann B, Berry D, Decker T, Marko D, Mussmann M, Schleheck D, Stecher B,
Loy A. 2025. Sulfoquinovose is not metabolized by the host and degraded differently
by the mouse and human gut microbiota. Microbiome. Accepted.

Gawish R, Varada R, Deckert F, Hladik A, Steinbichl L, Cimatti L, Milanovic K, Torgasheva
N, Tanzer A, De Paepe K, Van de Wiele T, Hausmann B, Lang M, Gasche C, Berry D,
Knapp S, Jantsch M, Pereira FC, Vesely C. 2025. Edited FLNA in immune cells protects
from colitis and is lost during acute intestinal inflammation in mice and men. J Exp
Med. Accepted.

Hodzi¢ A*, Kunert M, Berry D*. 2025. Protocol for the visualization of bacteria in the tick
gut using whole-mount fluorescence in situ hybridization. STAR Protocols. Accepted.
Hitch TCA,..., Berry D,..., Clavel T. 2025. HiBC: a publicly available collection of
bacterial strains isolated from the human gut. Nat Commun. Accepted.

Herz CT, Kulterer OC, Prager M, Marculescu R, Prager G, Kautzky-Willer A, Hacker M,
Trajanosk S, Kofeler HC, Gallé B, Haug AR, Berry D, Kiefer FW. 2025. Bariatric surgery
promotes recruitment of active brown adipose tissue which is linked to distinct
alterations in the gut microbiota. Eur J Endocrinol. Accepted.

Nussbaumer-Proll A, Hausmann B, Weber M, Berry D, Pjevac P, Zeitlinger M. 2025.
Impact of Cranberry and Ascorbic Acid Supplementation on the Urinary Microbiome
of Healthy Women: A Randomized Controlled Trial. Antibiotics. Accepted.

Hodzi¢ A, Duscher GG, Ali¢ A, Beck R, Berry D. 2025. The peritrophic matrix: An
important determinant of vector competence in hematophagous arthropods. Trends
Parasitol. Accepted.



13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

Sarcletti F, Eigenschink M, Wukowits N, Oehler B, Mayer T, Pell S, Tandecki A, Seki D,
Spittler A, Berry D, Berger A, Wisgrill L. 2025. Monocyte-platelet aggregates are the
major source of BDNF after bacterial stimulation of human peripheral blood immune
cells. Eur JImmunol. Accepted. DOI: 10.1002/€ji.202451538

Flanagan K, Gassner K, Lang M, Ozelyte J, Hausmann B, Crepaz D, Pjevac P, Gasche C,
Berry D, Vesely C, Pereira FC. 2025. Human-derived microRNA 21 regulates indole and
L-tryptophan biosynthesis transcripts in a prominent gut symbiont. mBio. €03928-24.
DOI: 10.1128/mbio.03928-24

Wittlinger JP, Castejon N, Hausmann B, Berry D*, Schnorr SL*. 2025. Shewanella is a
putative producer of polyunsaturated fatty acids in the gut soil of the composting
earthworm Eisenia  fetida. ~ Appl  Environ  Microbiol. €02069-24. DOI:
10.1128/aem.02069-24

Bauchinger F, Seki D, Berry D*. 2024. Characteristics of putative keystones in the
healthy adult human gut microbiota as determined by correlation network analysis.
Front Microbiol. 15:1454634. DOI: 10.3389/fmicb.2024.1454634

Seki D, Kirkegaard R, Osvatic J, Hausmann B, Silva J, Pjevac P, Hall L, Berger A, Wisgrill
L, Berry D*. 2024. Gut microbiota genome features associated with brain injury in
extremely  premature infants. Gut Microbes. 6(1), 2410479. DOI:
10.1080/19490976.2024.2410479

HodZi¢ A*, Veinovi¢ G, Ali¢ A, Seki D, Kunert M, Nikolov G, Sukara R, Supi¢ J, Tomanovi¢
S, Berry D*. 2024. A metalloprotease secreted by a tick-associated bacterium hinders
Borrelia afzelii colonization. Front Microbiol. 14:1476266. DOI:
10.3389/fcimb.2024.1476266

Pereira FC, Ge X, Kristensen JM, Kirkegaard RH, Maritsch K, Zhu Y, Decorte M,
Hausmann B, Berry D, Wasmund K, Schintimeister A, Boettcher T, Cheng JX, Wagner
M. 2024. The Parkinson’s drug entacapone disrupts gut microbiome homeostasis via
iron sequestration. Nat Microbiol. 9: 3165-3183. DOI: 10.1038/s41564-024-01853-0
Khadem S, Berry D, Al-khlifeh E. 2024. Climate influences the gut eukaryome of wild
rodents in the Great Rift Valley of Jordan. Parasit Vectors. 17(358). DOI:
10.1186/5s13071-024-06451-x

Deehan EC, Zhang Z, Nguyen NK, Perez-Mufioz ME, Riva A, Cole J, Berry D, Prado CM,
Walter J. 2024. Adaptation to tolerate high doses of arabinoxylan is associated with
fecal levels of Bifidobacterium longum. Gut Microbes. 16(1). DOI:
10.1080/19490976.2024.2363021

Oesterle |, Ayeni KI, Ezekiel CN, Berry D, Rompel A, Warth B. 2024. Insights into the
early-life chemical exposome of Nigerian infants and potential correlations with the
developing gut microbiome. Environ Int. 188:108766. DOI:
10.1016/j.envint.2024.108766

Soo Lee K,..., Berry D,..., Stocker R. 2024. MicrobioRaman: an open-access web
repository for microbiological Raman spectroscopy data. Nat Microbiol. DOI:
10.1038/541564-024-01656-3.

Pristner M, Wasinger D, Seki D, KlebermaB-Schrehof K, Berger A, Berry D*, Wisgrill L¥,
Warth B*. 2024. Neuroactive metabolites and bile acids are altered in extremely
premature infants with  brain injury. Cell Rep Med. 5(4). DOIL
10.1016/j.xcrm.2024.101480.

Hohagen M, Sanchez L, Herbst AJ, Kiss E, Kdhlig H, Berry D, Del Favero G, Kleitz F. 2024.
MANNylation Strategies for Mesoporous Silica Nanoparticles and in vitro Activity



26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

Profiling Modelling the Bladder Environment. Advanced Healthcare Materials.
30:e2304150. DOI: 10.1002/adhm.202304150.

Foessleitner P, Granser S, Kiss H, Wisgrill L, Pummer L, Berger A, Seki D, Berry D,
Hausmann B, Eckel F, Pjevac P, Farr A. 2024. Maternal microbiome in pregnancy,
delivery, and early-stage development of the neonatal microbiome: a prospective
longitudinal study. Acta Obstet Gynecol Scand. 00:1-10. DOI: 10.1111/aogs.14773.
Ayeni KI, Seki D, Pjevac P, Hausmann B, Krausova M, Braun D, Wisgrill L, Berry D*, Warth
B*, Ezekiel CN*.2024. Biomonitoring associates dietary mycotoxin exposure with infant
gut microbiome composition in a high-risk mycotoxin region. Environ Sci Technol. 58,
5,2236-2246.DOI: 10.1021/acs.est.3c07786.

Ayeni KI, Berry D, Ezekiel CN, Warth B. 2024. Enhancing microbiome research in sub-
Saharan Africa. Trends in Microbiology. 32(2): 111-115. DOI: 10.1016/.tim.2023.11.003.
Riva A, Rasoulimehrabani H, Cruz-Rubio JM, Schnorr SL, von Baeckmann C, Inan D,
Nikolov G, Herbold CW, Hausmann B, Pjevac P, Schintimeister A, Spittler A, Palatinszky
M, Kadunic A, Hieger N, Del Favero G, von Bergen M, Jehmlich N, Watzka M, Soo Lee K,
Wiesnbauer J, Khadem S, Vernstein H, Stocker R, Wagner M, Kaiser C, Richter A, Kleitz
F, Berry D*. 2023. Identification of inulin-responsive bacteria in the gut microbiota via
multi-modal activity-based sorting. Nat Commun. 14:8210. DOI: 10.1038/s41467-023-
43448-7.

Al-khlifeh E*, Khadem S, Hausmann B, Berry D*. 2023. Microclimate Shapes the
Phylosymbiosis of Rodent Gut Microbiota in Jordan’s Great Rift Valley. Front Microbiol.
14:1258775. DOI: 10.3389/fmicb.2023.1258775.

Doulidis PG, Galler A, Hausmann B, Berry D, Rodriguez-Rojas A, Burgener I1A. 2023. Gut
microbiome signatures of enteropathy in Yorkshire terrier dogs during disease and
remission. Sci Reports. 13(1):4337. DOI: 10.1038/541598-023-31024-w.

Cruz-Rubio JM, Riva A, Cybulska J, Zdunek A, Berry D, Loeppert R, Viernstein H, Praznik
W, Maghuly F. 2023. Neutral and Pectic Heteropolysaccharides Isolated from Opuntia
Joconostle Mucilage: Composition, Molecular Dimensions and Prebiotic Potential. Int
J Mol Sci. 24(4), 3208. DOI:10.3390/ijms24043208.

Vallier M, Suwandi A, Ehrhardt K, Belheouane M, Berry D, Cepi¢ A, Galeev A, Johnsen
JM, Grassl GA, Baines JF. 2023. Pathometagenomics reveals susceptibility to intestinal
infection by Morganella to be mediated by the blood group-related B4galnt2 gene in
wild mice. Gut Microbes. 15(1):2164448. DOI: 10.1080/19490976.2022.2164448.
Lemberger U, Pjevac P, Hausmann B, Berry D, Moser D, Jahrreis VV, Ozsoy M, Shariat SF,
Veser J. 2023. The Microbiome of Kidney Stones and Urine of Patients with
Nephrolithiasis. Urolithiasis. 51, 27. DOI: 10.1007/s00240-022-01403-5.

Hodzi¢ A, Dheilly NM, Cabezas-Cruz A, Berry D. 2023. The helminth holobiont: a
multidimensional host—parasite-microbiota interaction. Trends Parasitol. 39(2): 91-
100. DOI: 10.1016/j.pt.2022.11.012.

Baumgartner M, Zirnbauer R, Schlager S, Mertens D, Gasche N, Sladek B, Herbold C,
Bochkareva O, Emelianenko V, Mock H, Vogelsang H, Lang M, Klotz A, Makristathis A,
Berry D, Khare V, Dabsch S, Gasche C. 2022. Atypical enteropathogenic E. coli are
associated with disease activity in ulcerative colitis. Gut microbes. 14:1, 2143218, DOI:
10.1080/19490976.2022.2143218.

Overbeeke A, Hausmann B, Nikolov G, Pereira F, Herbold CW, Berry D*. 2022. Nutrient
niche specificity for glycosaminoglycans is reflected in polysaccharide utilization locus
architecture  of  gut  Bacteroides  species.  Front  Microbiol.  DOI:
10.3389/fmicb.2022.1033355.



38.

39.

40.

41.

42.

43.

44,

45.

46.

47.

48.

49.

50.

51.

Overbeeke A, Lang M, Hausmann B, De Paepe K, Watzka M, Nikolov G, Schwarz J, Kohl
G, Eislmayr K, Decker T, Richter A, Berry D*. 2022. Impaired mucosal homeostasis in
short-term fiber deprivation is due to reduced mucus production rather than
overgrowth of mucus-degrading bacteria. Nutrients. 14(18):3802. DOI:
10.3390/nu14183802.

Bayer N, Hausman B, Deckert F, Gail L-M, Vinay-Pandey R, Pjevac P, Strobl J,
Unterluggaurer L, Redl A, Bachmayr V, Nehr M, Kirkegaard R, Makristathis A,
Watzenbock M, Nica R, Staud C, Hammerl L, Wohlfarth P, Eckert R, Knapp S, Rabitsch
W, BerryD, Stary G. 2022. Disturbances in microbial skin recolonization and cutaneous
immune response following allogeneic stem cell transfer. Leukemia. 36: 2705-2714.
DOI: 10.1038/s41375-022-01712-z.

Brugiroux S, Berry D, Barnich N, Daims H, Stecher B. 2022. Specific localization and
quantification of the Oligo-Mouse-Microbiota (OMM') by fluorescence in situ
hybridization (FISH). Current Protocols. 2: e548. DOI: 10.1002/cpz1.548

Carregosa D, Pinto C, Avila A, Bastos P, Berry D, Santos CN. 2022. A look beyond
dietary (poly)phenols: the low molecular weight phenolic metabolites and their
concentrations in human circulation. Comp Rev Food Sci Food Saf. 21(5):3931-3962.
DOI: 10.1111/1541-4337.13006.

Alcolombri U, Pioli R, Stocker R*, Berry D*. 2022. Single-cell stable isotope probing in
microbial ecology. ISME Commun. 2(1):1-9. DOI: 10.1038/s43705-022-00142-3

Ayeni K, Berry D, Wisgrill L, Warth B, Ezekiel C. 2022. Early-life chemical exposome and
gut microbiome development: African perspectives within a global environmental
health context. Trends in Microbiol. 30(11):1084-1100. DOI: 10.1016/j.tim.2022.05.008
Jamnik T, Flasch M, Braun D, Seki D, Berry D, Berger A, Wisgrill L, Warth B. 2022. Next-
generation biomonitoring of the early-life chemical exposome in neonatal and infant
development. Nat Commun. 13:2653. DOI: 10.1038/s41467-022-30204-y

Seki D, Schauberger C, Hausmann B, Berger A, Wisgrill L, Berry D*. 2022. Individuality
of the neonatal gut microbiota is driven by ecological drift. mSystems. 7(3): e00163-22.
DOI: 10.1128/msystems.00163-22

Gea X, Pereira FC, Mitteregger M, Berry D, Zhang M, Wagner M, Cheng J-X. 2022. A
high-throughput platform linking microbiome metabolism to identity at the single
cell level. Proc Natl Acad Sci USA. 119(26): €2203519119. DOI:
10.1073/pnas.2203519119

Rangel F, Enes P, Gasco L, Gai F, Hausmann B, Berry D, Oliva-Teles A, Serra CR, Pereira
FC. 2022. Differential modulation of the European sea bass gut microbiota by distinct
insect meals. Frontiers Microbiol. 13. DOI: 10.3389/fmicb.2022.831034

Karl CM, Vidacovic A, Pjevac P, Hausmann B, Schleining G, Ley JP, Berry D, Hans J,
Wendelin M, Kénig J, Somoza V, Lieder B. 2022. Individual sweet taste perception
influences salivary characteristics after orosensory stimulation with sucrose and non-
caloric sweeteners. Frontiers in Nutrition. 9: 831726. DOI: 10.3389/fnut.2022.831726
von Baeckmann C, Riva A, Guggenberger P, Kdhlig H, Han SW, Inan D, Del Favero G,
Berry D, Kleitz F*. 2022. Targeting Gut Bacteria using Inulin-Conjugated Mesoporous
Silica Nanoparticles. Adv Mater Interfaces. 9, 2102558. DOI: 10.1002/admi.202102558.
Zioutis C, Seki D, Herbold C, Berger A, Wisgrill L, Berry D*. 2022. Ecological processes
shaping microbiomes of extremely low birthweight infants. Front Microbiol. 13. DOI:
10.3389/fmicb.2022.812136

Deehan EC, Zhang Z, Riva A, Armet AM, Perez-Mufnoz ME, Nguyen NK, Krysa JA,
Seethaler B, Zhao Y, Cole J, Li F, Hausmann B, Spittler A, Nazare J, Delzenne NM, Curtis



52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

JM, Wismer WV, Proctor SD, Bakal JA, Bischoff SC, Knights D, Field CJ, Berry D, Prado
CM, Walter J. 2022. Elucidating the role of the gut microbiota in the physiological
effects of dietary fiber. Microbiome. 10:77. DOI: 10.1186/s40168-022-01248-5

Crudo F, Aichinger G, Dellafiora L, Kiss E, Mihajlovic J, Del Favero G, Berry D, Dall'Asta
C, Marko D. 2022. Persistence of the antagonistic effects of a natural mixture of
Alternaria mycotoxins on the estrogen-like activity of human feces after anaerobic
incubation. Toxicology Letters. 358: 88-99. DOI: 10.1016/j.toxlet.2022.01.015

Schnorr S, Berry D*. 2022. Lipid synthesis at the trophic base as the source for energy
management to build complex structures. Curr Opin Biotechnol. 73: 364-373. DOI:
10.1016/j.copbio.2021.09.014

Binder C, Schned H, Longford N, Schwindt E, Thanhaeuser M, Thajer A, Goeral K,
Tardelli M, Wisgrill L, Seki D, Berry D, Berger A, Klebermass-Schrehof K, Repa A,
Giordano V. 2021. A mixed lipid emulsion containing fish-oil and its effect on visual
neuronal conduction in preterm infants. Nutrients. 13(12): 4241. DOIL:
10.3390/nu13124241

Lee KS, Landry Z, Pereira FC, Wagner M, Berry D, Huang WE, Taylor GT, Kneipp J, Popp
J, Zhang M, Cheng J-X, Stocker R. 2021. Raman microspectroscopy for microbiology.
Nature Reviews Methods Primers. 1 (80). DOI: 10.1038/s43586-021-00075-6

Zohrer PA, Hana CA, Seyed Khoei N, Mélzer C, Hormann-Wallner M, Tosevska A,
Doberer D, Marculescu R, Bulmer A, Herbold CW, Berry D, Wagner KH. 2021. Gilbert's
Syndrome and the gut microbiota - Insights from the case-control BILIHEALTH study.
Front Cell Infect Microbiol. 897. DOI: 10.3389/fcimb.2021.701109

Seki D, Mayer M, Hausmann B, Pjevac P, Giordano V, Goeral K, Unterasinger L,
Klebermal3-Schrehof K, De Paepe K, van de Wiele T, Spittler A, Kasprian G, Warth B,
Berger A, Berry D*, Wisgrill L*. 2021. Aberrant gut microbiota-immune-brain axis
development in premature neonates with brain damage. Cell Host & Microbe.
29(10):1558-1572.e6. DOI: 10.1016/j.chom.2021.08.004

Baumgartner M, Lang M, Holley H, Crepaz D, Hausmann B, Pjevac Petra, Moser D, Hof
F,Beer A, Orgler E, Frick A, Khare V, Evstatiev R, Strohmaier S, Primas C, Dolak W, Kcher
T, Kristaps K, Rath T, Neurath MF, Berry D, Makristathis A, Muttenthaler M, Gasche C.
2021. Mucosal biofilms are an endoscopic feature of irritable bowel syndrome and
ulcerative colitis. Gastroenterology. 161(4):1245-1256.e20. DOI:
10.1053/j.gastro.2021.06.024.

Reitmeier S, Hitch TCA, Fikas N, Hausmann B, Ramer-Tait AE, Neuhaus K, Berry
D, Haller D, Lagkouvardos I, Clavel T. 2021. Handling of spurious sequences affects the
outcome of high-throughput 16S rRNA gene amplicon profiling. ISME Commun. 1(1),
1-12.DOI: 10.1038/543705-021-00033-z.

Paredes GF, Viehboeck T, Lee R, Palatinszky M, Mausz M, Reipert S, Schintelmeister A,
Volland JM, Wagner M, Berry D, Markert S, Bulgheresi S, Konig L. 2021. Anaerobic
sulfur oxidation underlies adaptation of a chemosynthetic symbiont to oxic-anoxic
interfaces. mSystems. 6(3): e01186-20. DOI: 10.1128/mSystems.01186-20.

Pjevac P, Hausmann B, Schwarz J, Kohl G, Herbold CW, Loy A, Berry D. 2021. An
economical and flexible dual barcoding, two-step PCR approach for highly
multiplexed amplicon sequencing. Front Microbiol. 12: 669776. DOI:
10.3389/fmicb.2021.669776.

Mihajlovic J, Leutner M, Hausmann B, Kohl G, Schwarz J, Réver H, Stimakovits N, Wolf
P, Maruszczak K, Bastian M, Kautzky-Willer A, Berry D*. 2021. Combined hormonal



63.

64.

65.

66.

67.

68.

69.

70.

71.

72.

73.

contraceptives are associated with changes in gut microbiota composition and
diversity. Environ Microbiol. 23(6):3037-3047. DOI: 10.1111/1462-2920.15517.

Crudo F, Aichinger G, Mihajlovic J, Varga E, DellafioraL, Dall’Asta C, Berry D, Marko D.
2021. In vitro interactions of Alternaria mycotoxins, an emerging class of food
contaminants, with the gut microbiota: a bidirectional relationship. Arch Toxicol. 95:
2533-2549.DOI: 10.1007/5s00204-021-03043-x.

Rodrigues RR, Gurung M, Li Z, Greer R, Bauchinger F, You H, Gaulke C, Vasquez-Perez
S, White KD, Frink B, Jump D, Trinchieri G, Berry D, Sharpton TJ, Dzutsev A, Morgun A,
Shulzhenko N. 2021. Transkingdom interactions between Lactobacilli and hepatic
mitochondria attenuate western diet induced diabetes. Nat Commun. 12:101. DOI:
10.1038/541467-020-20313-x.

Groh AM, Riva A, Brau D, Sutherland H, Termeer S, Williams O, Bakuradze T, Pahlke G,
Richling E, Haupt LM, Griffiths LR, Berry D, Marko D. 2021. Long-term consumption of
anthocyanin-rich fruit juice: Impact on gut microbiota and antioxidant markers in
lymphocytes of healthy males. Antioxidants. 10(1): 27. DOI: 10.3390/antiox10010027.
Oesterle |, Braun D, Berry D, Wisgrill L, Rompel A, Warth B. 2021. Polyphenol exposure,
metabolism and analysis: A global exposomics perspective. Annu Rev Food Sci Technol.
12. DOI: 10.1146/annurev-food-062220-090807.

Ludwig H, Hausmann B, Schreder M, Pénisch W, Zojer N, Knop S, Gunsilius E, Egle A,
Petzer A, Einsele H, Hajek R, Weisel K, Krenosz KJ, Lang A, Lechner D, Greil R, Berry D.
2021. Reduced alpha diversity of the oral microbiome correlates with short
progression-free survival in patients with relapsed/refractory multiple myeloma
treated with ixazomib-based therapy (AGMT MM 1, phase Il trial). eJHaem. 2: 102-106.
DOI: 10.1002/jha2.130.

Lee KS, Pereira FC, Palatinszky M, Behrendt L, Alcolombri U, Berry D, Wagner M,
Stocker R. 2021. Optofluidic Raman-activated live cell sorting to link functions to
genes within uncultivated microbiomes. Nat Protocols. 16: 634-676. DOI:
10.1038/541596-020-00427-8.

Riva A, Kolimar D, Spittler A, Wisgrill L, Hausmann B, Abranké L, Berry D*. 2020.
Conversion of rutin, a prevalent dietary flavonol, by the human gut microbiota. Front
Microbiol. 11:3324. DOI: 10.3389/fmicb.2020.585428.

Sharma K, Palatinszky M, Nikolov, Berry D, Shank EA. 2020. Transparent soil
microcosms for live-cell imaging and non-destructive stable isotope probing of soil
microorganisms. eLife. 9: €56275. DOI: 10.7554/eLife.56275.

Pereira FC, Wasmund K, Cobankovic I, Jehmlich N, Herbold CW, Soo LeeK, Sziranyi B,
Vesely C, Decker T, Stocker R, Warth B, von Bergen M, Wagner M, Berry D¥. 2020.
Rational design of a microbial consortium of mucosal sugar utilizers reduces
Clostridiodes difficile colonization. Nat Commun. 11: 5104. DOI: 10.1038/s41467-020-
18928-1.

Crudo F, Aichinger G, Mihajlovic J, Dellafiora L, Varga E, Puntscher H, Dall’Asta C, David
Berry D, Marko D. 2020. Gut microbiota and undigested food constituents modify
toxin composition and thus suppress the genotoxicity of a naturally occurring mixture
of Alternaria toxins in vitro. Arch Toxicol. 94(10):3541-3552. DOI: 10.1007/500204-020-
02831-1

Lang M, Baumgartner M, Rozalska A, Frick A, Riva A, Jarek M, Berry D, Gasche C. 2020.
Crypt residing bacteria and proximal colonic carcinogenesis in a mouse model of
Lynch syndrome. Int J Cancer. 26(8): 627-2326. DOI: 10.1002/ijc.33028.



74.

75.

76.

77.

78.

79.

80.

81.

82.

83.

84.

85.

86.

Erber AC, Cetin H, Berry D, Schernhammer E. 2020. The role of gut microbiota,
butyrate, and proton pump inhibitors in amyotrophic lateral sclerosis: a systematic
review. Int J Neurosci. 130(7):727-735. DOI: 10.1080/00207454.2019.1702549.

Gomes A, Oudot C, Macia A, Foito A, Stewart D, Van de Wiele T, Berry D, Motilva MJ,
Brenner C, Santos CN. 2019. Berry-enriched diet in salt-sensitive hypertensive rats:
metabolic fate of (poly)phenols and the role of gut microbiota. Nutrients.11,2634.DOI:
10.3390/nu11112634.

Riva A, Kuzyk O, Forsberg E, Siuzdak G, Pfann C, Herbold C, Daims H, Loy A, Warth B,
Berry D*. 2019. A fiber-deprived diet disturbs the fine-scale spatial architecture of the
murine colon microbiome. Nat Commun. 10:4366. DOI: 10.1038/s41467-019-12413-0.
Bakuradze T, Tausend A, Galan J, Groh | AM, Berry D, Marko D, Richling E. 2019.
Antioxidative activity and health benefits of anthocyanin rich fruit juice in healthy
volunteers. Free Radic Res. 1(18): 1-281. DOI: 10.1080/10715762.2019.1618851.

Herp S, Brugiroux S, Garzetti D, Ring D, Jochum L, Beutler M, Eberl C, Walter S, Gerlach
R, Ruscheweyh HJ, Huson D, Sellin M, Baines J, Rausch P, Ivanova N, Rath E, Haller D,
Basic M, Bleich A, Berry D, Stecher B. 2019. Mucispirillum schaedleri protects mice
against non-typhoidal Salmonella colitis by interfering with virulence factor
expression. Cell Host Microbe. 25(5):681-694.e8. DOI: 10.1016/j.chom.2019.03.004.
Soo Lee K, Palatinszky M, Nguyen J, Fernandez VI, Menolascina F, Pereira FC, Berry D,
Wagner M, Stocker R. 2019. An automated Raman-based platform for the sorting of
live cells by functional properties. Nat Microbiol. 499(6): 431-1048. DOI:
10.1038/541564-019-0394-9.

Reese A, Pereira F, Schintimeister A, Berry D, Wagner M, Hale L, Wu A, Jiang S, Durand
H, Zhou X, Premont R, Diehl AM, O'Connell T, Alberts S, Kartzinel T, Pringle R, Dunn R,
Wright J, David L. 2018. Microbial nitrogen limitation in the mammalian large
intestine. Nat Microbiol. 3: 1441-1450. DOI: 10.1038/s41564-018-0267-7.

Palermo A, Forsberg EM, Warth B, Aisporna AE, Benton PH, Berry D, Siuzdak G. 2018.
Fluorinated Gold Nanoparticles for Nanostructure Imaging Mass Spectrometry. ACS
Nano. 12 (7): 6938-6948. DOI: 10.1021/acsnano.8b02376.

Berry D* Loy A. 2018. Stable isotope probing of human and animal microbiome
function. Trends Microbiol. 26 (12): 999-1007. DOI: 10.1016/j.tim.2018.06.004.

Bjerg JT, Boschker HTS, Larsen S, Berry D, Schmid Millo D, Tataru P, Meysman F,
Wagner M, Nielsen LP, Schramm A. 2018. Direct evidence for long distance electron
transport in individual cable bacteria. Proc Natl/ Acad Sci USA. 115 (22): 5786-5791. DOI:
10.1073/pnas.1800367115.

Lesaulnier CC, Herbold CW, Pelikan C, Berry D, Gérard C, Le Coz X, Gagnot S,
Niggemann J, Dittmar T, Singer GA, Loy A. 2017. Bottled aqua incognita: Microbiota
assembly and dissolved organic matter diversity in natural mineral waters.
Microbiome. 5:126. DOI: 10.1186/s40168-017-0344-9.

Hubalek V, Buck M, Tan B, Foght J, Wendeberg A, Berry D, Bertilsson S, Eiler A. 2017.
Vitamin and amino acid auxotrophy in anaerobic consortia operating under
methanogenic condition. mSystems. 2(5): €00038-17. DOI: 10.1128/mSystems.00038-
17.

Ladurner A, Zehl M, Grienke U, Hofstadler C, Faur N, Pereira F, Berry D, Dirsch VM,
Rollinger JM. 2017. Allspice and clove as source of triterpene acids activating the G-
protein coupled bile acid receptor TGR5. Front Pharmacol. 8:468. DOI:
10.3389/fphar.2017.00468.



87.

88.

89.

90.

91.

92.

93.

94.

95.

96.

97.

98.

Berry D¥, Gutierrez T. 2017. Evaluating the detection of hydrocarbon-degrading
bacteria in 16S rRNA gene sequencing surveys. Front Microbiol. 8:2460. DOI:
10.3389/fmicb.2017.00896.

Harrison JP, Berry D*.2017. Vibrational spectroscopy forimaging single microbial cells
in  complex  biological samples.  Front  Microbiol.  8:7603.  DOI:
10.3389/fmicb.2017.00675.

Schueller K, Riva A, Pfeiffer S, Berry D*, Somoza V. 2017. Members of the oral
microbiota are associated with IL-8 release by gingival epithelial cells in healthy
individuals. Front Microbiol. 8:29. DOI: 10.3389/fmicb.2017.00416.

Lang M, Berry D, Passecker K, Mesteri |, Bhuju S, Ebner F, Sedlyarov V, Evstatiev R,
Dammann KW, Loy A, Kuzyk O, Kovarik P, Khare V, Beibel M, Roma G, Meisner-Kober
NC, Gasche C. 2017. HuR small molecule inhibitor elicits differential effects in
adenomatosis polyposis and colorectal carcinogenesis. Cancer Res. 77(9):2424-2438.
DOI: 10.1158/0008-5472.CAN-15-1726.

Loy A, Pfann C, Steinberger M, Hanson B, Herp S, Brugiroux S, Gomes Neto JC,
Boekschoten MV, Schwab C, Urich T, Ramer-Tait A, Rattei T, Stecher B, Berry D*. 2017.
Lifestyle and horizontal gene transfer-mediated evolution of Mucispirillum schaedleri,
a core member of the murine gut microbiota. mSystems. 2(1):e00171-16. DOI:
10.1128/mSystems.00171-16.

Pereira FC, Berry D* 2017. Microbial nutrient niches in the gut. Environ Microbiol.
19(4): 1366-1378.DOI: 10.1111/1462-2920.13659.

Riva A, Borgo F, Lassandro C, Verduci E, Morace G, Borghi E, Berry D*. 2017. Pediatric
obesity is associated with an altered gut microbiota and discordant shifts in Firmicutes
populations. Environ Microbiol. 19(1): 95-105. DOI: 10.1111/1462-2920.13463.
Hochkogler CM, Lieder B, Rust P, Berry D, Meier SM, Pignitter M, Riva A, Leitinger A,
Bruk A, Wagner S, Hans J, Widder S, Ley JP, Krammer GE, Somoza V. 2016. A 12-week
intervention with nonivamide, a TRPV1 agonist, prevents a dietary-induced body fat
gain and increases peripheral serotonin in moderately overweight subjects. Mol Nutr
Food Res. 61(5):1600731. DOI: 10.1002/mnfr.201600731.

Brugiroux S, Beutler M, Pfann C, Garzetti D, Ruscheweyh HJ, Ring D, Diehl M, Herp S,
Loetscher Y, Hussain S, Bunk B, Pukall R, Huson DH, Miinch P, McHardy A, McCoy KD,
Macpherson AJ, Loy A, Clavel T, Berry D, Stecher B. 2016. Genome-guided design of a
defined mouse microbiota that confers colonization resistance against Salmonella
enterica serovar Typhimurium. Nat Microbiol. 2:16215. DOI:
10.1038/nmicrobiol.2016.215.

Ralls MW, Demehri FR; Feng Y, Raskind S, Ruan C, Schintlmeister A, Loy A, Hanson B,
Berry D, Burant CF, Teitelbaum DH. 2016. Bacterial nutrient foraging in a mouse
model of enteral nutrient deprivation: Insight into the gut origin of sepsis. Am J Physiol
Gastrointest Liver Physiol. 311(4): G734-G743. DOI: 10.1152/ajpgi.00088.2016.
Gutierrez T, Berry D, Teske A, Aitken MD. 2016. Enrichment of Fusobacteria in sea
surface oil slicks during the Deepwater Horizon oil spill. Microorganisms. 4:24. DOI:
10.3390/microorganisms4030024.

Schreiber-Brynzak E, Pichler V, Heffeter P, Hanson B, Theiner S, Lichtscheidl-Schultz |,
Kornauth C, Bamonti L, Dhery V, Groza D, Berry D, Berger W, Galanski M, Jakupec M,
Keppler BK. 2016. Behavior of platinum(lV) complexes in models of tumor hypoxia:
cytotoxicity, compound distribution and accumulation. Metallomics. 8(4): 422-33. DOI:
10.1039/C5MT00312A.



99.

100.

101.

102.

103.

104.

105.

106.

107.

108.

109.

110.

111.

Berry D*, Kuzyk O, Rauch |, Schwab C, Hainzl E, Heider S, Decker T, Muller M, Strobl B,
Schleper C, Urich T, Wagner M, Kenner L, Loy A. 2015. Intestinal microbiota signatures
associated with inflammation history in mice experiencing recurring colitis. Front
Microbiol. 6:1408. DOI: 10.3389/fmicb.2015.01408.

Hainzl E, Stockinger S, Rauch |, Heider S, Berry D, Lassnig C, Schwab C, Rosebrock F,
Milinovich G, Schlederer M, Wagner M, Schleper C, Loy A, Urich T, Kenner L, Decker T,
Strobl B, Mdller M. 2015. Intestinal epithelial cell tyrosine kinase 2 transduces
interleukin-22 signals to protect from acute colitis. J Immunol. 195(10): 5011-5024.
DOI: 10.4049/jimmunol.1402565.

Robador A, Miiller AL, Sawicka JE, Berry D, Hubert C, Loy A, Jergensen BB, Briichert V.
2015. Activity and community structures of sulfate-reducing microorganisms in polar,
temperate and tropical marine sediments. ISME J. 10(4): 796-809. DOI:
10.1038/ismej.2015.157.

Mishamandani S, Gutierrez T, Berry D, Aitken MD. 2015. Response of the bacterial
community associated with a cosmopolitan marine diatom to crude oil shows a
preference for the biodegradation of aromatic hydrocarbons. Environ Microbiol. 18(6):
1817-33.DOI: 10.1111/1462-2920.12988.

Herbold CW, Pelikan C, Kuzyk O, Hausman B, Angel R, Berry D* Loy, A. 2015. A flexible
and economical barcoding approach for highly multiplexed amplicon sequencing of
diverse target genes. Front Microbiol. 6:731. DOI: 10.3389/fmicb.2015.00731.
Palatinszky M, Herbold C, Jehmlich N, Pogoda M, Han P, von Bergen M, Lagkouvardos
, Karst SM, Galushko A, Koch H, Berry D, Daims H, Wagner M. 2015. Cyanate as an
energy source for nitrifiers. Nature. 524(7563): 105-108. DOI: 10.1038/nature14856.
Berry D, Mader E, Lee TK, Woebken D, Wang Y, Zhu D, Palitinszky M, Schintimeister A,
Schmid M, Hanson BT, Shterzer N, Mizrahi |, Rauch |, Decker T, Bocklitz T, Popp J,
Gibson CM, Fowler PW, Huang WE, Wagner M. 2015. Tracking heavy water (D,O)
incorporation for identifying and sorting active microbial cells. Proc Natl Acad Sci USA.
112(2): E194-203. DOI: 10.1073/pnas.1420406112.

Rauch |, Hainzl E, Rosebrock F, Heider S, Schwab C, Berry D, Stoiber D, Wagner M,
Schleper C, Loy A, Urich T, Miller M, Strobl B, Kenner L, Decker T. 2014. Type |
interferons have opposing effects during the emergence and recovery phases of
colitis. Eur JImmunol. 44(9): 2749-2760. DOI: 10.1002/€ji.201344401.

Berry D*, Widder S. 2014. Deciphering microbial interactions and detecting keystone
species with co-occurrence networks. Front Microbiol. 5. 219. DOI:
10.3389/fmicb.2014.00219.

Onesios-Barry K, Berry D, Proscher J, Sivakumar IKA, Bouwer E. 2014. Removal of
pharmaceuticals and personal care products during water recycling: microbial
community structure and effects of substrate concentration. Appl Environ Microbiol.
80(8): 2440-50. DOI: 10.1128/AEM.03693-13.

Maier |, Berry D, Schiesl R. 2014. Intestinal microbiota reduces genotoxic endpoints
induced by high-energy protons. Radiat Res. 181: 45-53. DOI: 10.1667/RR13352.1.
Schwab C, Berry D, Rauch |, Rennisch |, Ramesmayer J, Hainzl E, Heider S, Decker T,
Kenner L, Miller M, Strobl B, Wagner M, Schleper C, Loy A, Urich T. 2014. Longitudinal
study of murine gut microbiota activity and interactions with the host during acute
inflammation and recovery. ISME J. 8: 1101-1114. DOI: 10.1038/ismej.2013.223.
Muller A, Rosa de Rezende J, Hubert C, Kjeldsen KU, Lagkouvardos |, Berry D,
Jorgensen BB, Loy A. 2014. Endospores of thermophilic bacteria as tracers of microbial
dispersal by ocean currents. ISME J. 8: 1153-1165. DOI: 10.1038/ismej.2013.225.



112.

113.

114.

115.

116.

117.

118.

119.

120.

121.

122.

123.

Pester M*, Maixner F*, Berry D, Rattei T, Llicker S, Richter A, Spieck E, Lebedeva E, Loy
A, Wagner M, Daims H. 2014. NxrB encoding the beta subunit of nitrite oxidoreductase
as novel functional and phylogenetic marker for nitrite-oxidizing Nitrospira. Environ
Microbiol. 16(10): 3055-3071. DOI: 10.1111/1462-2920.12300.

Daniel H, Moghaddas Gholami A, Berry D, Desmarchelier C, Hahne H, Loh G, Mondot
S, Lepage P, Rothballer M, Walker A, Bohm C, Wenning M, Wagner M, Blaut M, Schmitt-
Kopplin P, Kuster B, Haller D, Clavel T. 2014. High fat diet alters gut microbiota
physiology in mice. ISME J. 8: 295-308. DOI: 10.1038/ismej.2013.155.

Gutierrez T, Rhodes G, Mishamandani S, Berry D, Whitman WB, Nichols PD, Semple KT,
Aitken MD. 2014. Polycyclic aromatic hydrocarbon degradation of phytoplankton-
associated Arenibacter spp. and description of Arenibacter algicola sp. nov., an
aromatic hydrocarbon-degrading bacterium. Appl Environ Microbiol. 80(2): 618-628.
DOI: 10.1128/AEM.03104-13.

Gutierrez T, Singleton DR, Berry D, Yang T, Aitken MD, Teske A. 2013. Hydrocarbon-
degrading bacteria enriched by the Deepwater Horizon oil spill identified by
cultivation and DNA-SIP. ISME J. 7(11): 2091-104. DOI: 10.1038/ismej.2013.98.
Angelberger S, Reinisch W, Makristathis A, Lichtenberger C, Dejaco C, Papay P,
Novacek G, Trauner M, Loy A, Berry D. 2013. Temporal bacterial community dynamics
vary among ulcerative colitis patients after faecal microbiota transplantation. Am J
Gastroenterol. 108: 1620-1630. DOI:10.1038/ajg.2013.257.

Holder D*, Berry D* Dai D, Raskin L, Xi C. 2013. A dynamic and complex
monochloramine stress response in Escherichia coli revealed by transcriptome
analysis. Water Res. 47(14): 4978-4985. DOI: 10.1016/j.watres.2013.05.041.

Stecher B*, Berry D¥* Loy A. 2013. Colonization resistance and microbial
ecophysiology: using gnotobiotic mouse models and single-cell technology to
explore the intestinal jungle. FEMS Microbiol Rev. 37(5): 793-829. DOI: 10.1111/1574-
6976.12024.

Gutierrez T, Berry D, Yang T, Mishamandani S, McKay L, Teske A, Aitken MD. 2013. Role
of bacterial exopolysaccharides (EPS) in the fate of the oil released during the
Deepwater Horizon oil spil. ~ PLoS One. 8(6): €67717. DOLl:
10.1371/journal.pone.0067717.

Yamamoto ML, Maier |, Tilly Dang A, Berry D, Liu J, Ruegger PM, Yang J, Soto PA,
Presley LL, Reliene R, Westbrook AM, Wei B, Loy A, Chang C, Braun J, Schiestl RH,
Borneman J. 2013. Intestinal bacteria modify lymphoma incidence and latency by
affecting systemic inflammatory state, oxidative stress, and leukocyte genotoxicity.
Cancer Res. (73)14: 4222-32. DOI: 10.1158/0008-5472.CAN-13-0022.

Berry D, Reinisch W. 2013. Intestinal microbiota: a source of novel biomarkers in
inflammatory bowel diseases? Best Pract Res, Clin Gastroenterol. 27(1): 47-58. DOI:
10.1016/j.bpg.2013.03.005.

Berry D, Stecher B, Schintimeister A, Reichert J, Brugiroux S, Wild B, Wanek W, Richter
A, Rauch |, Decker T, Loy A, Wagner M. 2013. Host-compound foraging by intestinal
microbiota revealed by single-cell stable isotope probing. Proc Natl Acad Sci USA, 110:
4720-4725.DOI: 10.1073/pnas.1219247110.

Berry D, Schwab C, Milinovich G, Reichert J, Ben Mahfoudh K, Decker T, Engel M, Hai
B, Hainzl E, Heider S, Kenner L, Miiller M, Rauch |, Strobl B, Wagner M, Schleper C, Urich
T, Loy A. 2012. Phylotype-level 16S rRNA analysis reveals new bacterial indicators of
health state in acute murine colitis. ISME J, 6: 2091-2106. DOI: 10.1038/ismej.2012.39



124.

125.

126.

127.

128.

129.

130.

131.

132.

133.

Berry D, Ben Mahfoudh K, Wagner M, Loy A.2011. Barcoded primers used in multiplex
amplicon pyrosequencing bias amplification. Appl Environ Microbiol, 77(21): 7846-
7849.DOI: 10.1128/AEM.05220-11.

Steger D*, Berry D*, Haider S, Horn M, Wagner M, Stocker R, Loy A. 2011. Systematic
spatial bias in DNA microarray hybridization is caused by probe spot position-
dependent variability in lateral diffusion. PLoS One, 6(8): e23727. DOI:
10.1371/journal.pone.0023727.

Berry, D, Horn M, Xi C, and Raskin L. 2010. Mycobacterium avium infections of
Acanthamoeba strains: host strain variability, grazing-acquired infections, and altered
dynamics of inactivation with monochloramine. Appl Environ Microbiol, 76(19): 6685-
8.DOI: 10.1128/AEM.00644-10.

Berry D, Holder D, Xi C, Raskin L. 2010. Comparative transcriptomics of the response
of Escherichia coli to the disinfectant monochloramine and to growth conditions
inducing monochloramine resistance. Water Res, 44(17): 4924-4931. DOI:
10.1016/j.watres.2010.07.026.

Herzberg M, Berry D, Raskin L. 2010. Impact of microfiltration on biofouling of reverse
osmosis membranes. Water Res, 44(1): 167-176. DOI: 10.1016/j.watres.2009.09.022
Malaisamy R, Berry D, Holder D, Raskin L, Lepak L, Jones K. 2010. Development of
reactive thin film polymer brush membranes to prevent biofouling. J Membr Sci, 350:
361-370. DOI: 10.1016/j.memsci.2010.01.011.

Berry D, Xi C, Raskin L. 2009. Effect of growth conditions on Escherichia coli
inactivation with monochloramine. Environ Sci Technol, 43(3): 884-889. DOI:
10.1021/es8017545

Berry D, Mainelis G, Fennell D. 2007. Effect of an ionic air cleaner on indoor/outdoor
particle ratios in a residential environment. Aerosol Sci Technol, 41(3): 315-328. DOI:
10.1080/02786820701199702.

Berry D, Xi C, Raskin L. 2006. Microbial ecology of drinking water distribution systems.
Curr Opin Biotechnol, 17(3): 297-302. DOI: 10.1016/j.copbio.2006.05.007

Mainelis G, Berry D, An HR, Yao M, DeVoe K, Fennell D, Jaeger R. 2005. Design and
performance of a single-pass bubbling bioaerosol generator. Atmos Environ, 39: 3521-
3533.DOI: 10.1016/j.atmosenv.2005.02.043.

Other Publications

1.

Timmis K, Berry D, Bonfante P, Cunliffe M, Danchin A, Galperin M, Lopez P, Stewart F,
Wood T. 2022. Juan Luis Ramos: an exceptional Editor of Environmental
Microbiology. Environ Microbiol. DOI: 10.1111/1462-2920.16315

Athanassakis |, Berry D. 2020. STILLLEBEN with Symbionts. Performance Research. 25:3
83-87.DOI: 10.1080/13528165.2020.1807765

Weisskopf L, Newton ILG, Berry D, Webster NS. 2019. Spotlight on how microbes
influence their host’s behavior. Environ Microbiol. 21(9): 3185-3187. DOI: 10.1111/1462-
2920.14757.

Berry D*. 2019. Up-close-and-personal with the human microbiome. Environ Microbiol
Rep.11(1):17-19.DOI:10.1111/1758-2229.12709.

Stecher B, Clavel T, Loy A, Berry D. 2017. A pathogen-resistant designer microbiota. Cell
Systems. 4:3-6.



https://doi.org/10.1111/1462-2920.16315

10.

Turroni F, Berry D, Ventura M. 2017. Bifidobacteria and their role in the human gut
microbiota. Front Microbiol. 7: 2148. DOI: 10.3389/fmicb.2016.02148.

Berry D*. 2017. Hidden potential: Diet-driven changes in redox level shape the rumen
microbiome. Environ Microbiol. 19(1):19-20. DOI: 10.1111/1462-2920.13634.

Berry D*. 2017. The unexpected versatility of the cellulosome. Environ Microbiol.
19(1):13-14.DOI: 10.1111/1462-2920.13598.

Berry D*. 2016. Making it stick: A compelling case for precision microbiome
reconstitution. Cell Host & Microbe. 20: 415-417. DOI: 10.1016/j.chom.2016.09.012.
Berry D*. 2016. The emerging view of Firmicutes as key fiber degraders in the human
gut. Environ Microbiol. 18(7): 2081-3. DOI: 10.1111/1462-2920.13463.



