PUBLICATION LIST — MICHAEL WAGNER

I have published between 1992 — October 2023 in my six major research fields (nitrification, single cell
microbiology, microbiome, wastewater microbiology, endosymbionts, sulfate reduction) 287 papers and more
than 30 book chapters. According to Scopus (October 2023) my publications have been cited 50,551 times (ISI:
46,604; Google Scholar: 73,007) and | have an H-index of 119 (ISI: 114; Google Scholar: 143). Seven of my
publications appeared in Nature (plus a News & Views piece), three in Science, 14 in PNAS (all direct submission)
and two in PLoS Biology. More info about my publications can be found at:

Scopus: https://www.scopus.com/authid/detail.uri?authorld=57200814774
ResearcherID:  https://publons.com/researcher/2814586/michael-wagner/
Google Scholar: https://scholar.google.com/citations?user=JF60Q_0AAAAJ&hl=de
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287. Moeller FU, Herbold CW, Schintlmeister A, Mooshammer M, Motti C, Glasl B, Kitzinger K, Behnam F, Watzka
M, Schweder T, Albertsen M, Richter A, Webster NS, Wagner M. 2023. Taurine as a key intermediate for host-
symbiont interaction in the tropical sponge lanthella basta. ISME J, 17(8): 1208-1223

286. Bjerg JJ, Lustermans JJM, Marshall IPG, Mueller AJ, Brokjaer S, Thorup CA, Tataru P, Schmid M, Wagner M,
Nielsen LP, Schramm A. 2023. Cable bacteria with electric connection to oxygen attract flocks of diverse bacteria.
Nat Commun, 1: 1614

285. Daebeler A, Glell-Bujons Q, Mooshammer M, Zechmeister T, Herbold CW, Richter A, Wagner M, Daims H.
2023. Rapid nitrification involving comammox and canonical Nitrospira at extreme pH in saline-alkaline lakes.
Environ Microbiol, 25: 1055-1067

284. Bai Y, Guo Z, Pereira FC, Wagner M, Cheng JX. 2023. Mid-infrared photothermal-fluorescence in situ
hybridization for functional analysis and genetic identification of single cells. Anal Chem, 4: 2398-2405

283. Engelberts JP, Robbins SJ, Herbold CW, Moeller FU, Jehmlich N, Laffy PW, Wagner M, Webster NS. 2023.
Metabolic reconstruction of the near complete microbiome of the model sponge lanthella basta. Environ
Microbiol, 3: 646-660
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282. Ge, X, Pereira FC; Mitteregger M, Berry D, Zhang M, Hausmann B, Zhang J, Schintimeister A, Wagner M,
Cheng, J-X. 2022. SRS-FISH: A high-throughput platform linking microbiome metabolism to identity at the single-
cell level. Proc Natl Acad Sci USA, 119 (26): e2203519119

281. Engelberts JP, Wahab MAA, Maldonado M, Rix L, Marangon E, Robbins SJ, Wagner M, Webster NS. 2022.
Microbes From Mum: Symbiont transmission in the tropical reef sponge lanthella basta. ISME Commun, 2: 90

280. Singleton CM, Petriglieri F, Wasmund K, Nierychlo M, Kondrotaite Z, Petersen JF, Peces M, Dueholm
MS, Wagner M, Nielsen PH. 2022. The novel genus, ‘Candidatus Phosphoribacter’, previously identified as
Tetrasphaera, is the dominant polyphosphate accumulating lineage in EBPR wastewater treatment plants
worldwide. ISME J, 6: 1605-1616
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279. Jung MY, Sedlacek CJ, Kits KD, Mueller AJ, Rhee SK, Hink L, Nicol GW, Bayer B, Lehtovirta-Morley L, Wright
C, De La Torre JR, Herbold CW, Pjevac P, Daims H, Wagner M. 2022. Ammonia-oxidizing archaea possess a wide
range of cellular ammonia affinities. ISME J, 16, 272—-283

12021

278. Lee KS, Landry Z, Pereira FC, Wagner M, Berry D, Huang WE, Taylor GT, Kneipp J, Popp J, Zhang M, Cheng J-
X, Stocker R. 2021. Raman microspectroscopy for microbiology. Nat Rev Methods Primers 1, 80

277.LiuS, Jung MY, Zhang S, Wagner M, Daims H, Wanek W. 2021. Nitrogen kinetic isotope effects of nitrification
by the complete ammonia oxidizer Nitrospira inopinata. mSphere, 6: e00634-21

276. Wu MR, Hou TT, Liu Y, Miao LL, Ai GM, Ma L, Zhu HZ, Zhu YX, Gao XY, Herbold CW, Wagner M, Li DF, Liu ZP,
Liu SJ. 2021. Novel Alcaligenes ammonioxydans sp. nov. from wastewater treatment sludge oxidizes ammonia to
N, with a previously unknown pathway. Environ Microbiol, 23(11):6965-6980

275. Schueffl H, Theiner S, Herrmann G, Mayr J, Fronik P, Groza D, van Schonhooven S, Galvez L, Sommerfeld NS,
Schintlmeister A, Reipert S, Wagner M, Mader RM, Koellensperger G, Keppler BK, Berger W, Kowol CR, Legin A,
Heffeter P. 2021. Albumin-targeting of an oxaliplatin-releasing platinum(lV) prodrug results in pronounced
anticancer activity due to endocytotic drug uptake in vivo. Chem Sci, 12, 12587-12599

274. Mooshammer M, Wanek W, Jones SH, Richter A, Wagner M. 2021. Cyanate is a low abundance but actively
cycled nitrogen compound in soil. Communications Earth & Environment, 2: 161

273. Willeit P, Bernar B, Zurl C, Al-Rawi M, Berghold A, Bernhard D, Borena W, Doppler C, Kerbl R, Kdhler A,
Krause R, Lamprecht B, Proll J, Schmidt H, Steinmetz I, Evelyn S, Stoiber H, von Laer D, Zuber J, Miiller T, Strenger
V, Wagner M. 2021. Sensitivity and specificity of the antigen-based anterior nasal self-testing programme for
detecting SARS-CoV-2 infection in schools, Austria, March 2021. Euro Surveill, 26(34): 2100797

272. Mayerhofer W, Schintimeister A, Dietrich M, Gorka S, Wiesenbauer J, Martin V, Gabriel R, Reipert S,
Weidinger M, Clode P, Wagner M, Woebken D, Richter A, Kaiser C. 2021. Recently photoassimilated carbon and
fungal-delivered nitrogen are spatially correlated at the cellular scale in the ectomycorrhizal tissue of Fagus
sylvatica. New Phytol, 232(6): 2457-2474

271. Wasmund K, Pelikan C, Schintimeister A, Wagner M, Watzka M, Richter A, Bhatnagar A, Noel A, Hubert CRJ,
Rattei T, Hofmann T, Hausmann B, Herbold CW, Loy A. 2021. Genomic insights into diverse bacterial taxa that
degrade extracellular DNA in marine sediments. Nat Microbiol, 6: 885-898

270. Paredes GF, Viehboeck T, Lee R, Palatinszky M, Mausz MA, Reipert S, Schintimeister A, Maier A, Volland JM,
Hirschfeld C, Wagner M, Berry D, Markert S, Bulgheresi S, Kdnig L. 2021. Anaerobic Sulfur Oxidation Underlies
Adaptation of a Chemosynthetic Symbiont to Oxic-Anoxic Interfaces. mSystems, 3: e0118620

269. Neuditschko B, Legin AA, Baier D, Schintlmeister A, Reipert S, Wagner M, Keppler BK, Berger W, Meier-
Menches SM, Gerner C. 2021. Interaction with ribosomal proteins accompanies stress induction of the anticancer
metallodrug BOLD-100/KP1339 in the endoplasmic reticulum. Angew Chem Int Ed Engl, 60: 5063-5068

268. Willeit P, Krause R, Lamprecht B, Berghold A, Hanson B, Stelzl E, Stoiber H, Zuber J, Heinen R, Kdhler A,
Bernhard D, Borena W, Doppler C, von Laer D, Schmidt H, Proll J, Steinmetz |, Wagner M. 2021. Prevalence of
RT-gPCR-detected SARS-CoV-2 infection at schools: First results from the Austrian School-SARS-CoV-2
prospective cohort study. The Lancet Regional Health - Europe, 5: 100086

267. Lee KS, Pereira FC, Palatinszky M, Behrendt L, Alcolombri U, Berry D, Wagner M, Stocker R. 2021. Optofluidic
Raman-activated cell sorting for targeted genome retrieval or cultivation of microbial cells with specific functions.
Nat Protoc, 16: 634-676
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266. Mooshammer M, Kitzinger K, Schintimeister A, Ahmerkamp S, Nielsen JL, Nielsen PH, Wagner M. 2021.
Flow-through stable isotope probing (Flow-SIP) minimizes cross-feeding in complex microbial communities. ISME
J,15: 348-353

265. Mueller AJ, Jung MY, Strachan CR, Herbold CW, Kirkegaard RH, Wagner M, Daims H. 2021. Genomic and
kinetic analysis of novel Nitrospinae enriched by cell sorting. ISME J, 15: 732-745

264. Legin AA, Schintimeister A, Sommerfeld NS, Eckhard M, Theiner S, Reipert S, Strohofer D, Jakupec MA,
Galanski M, Wagner M, Keppler BK. 2021. Nano-scale imaging of dual stable isotope labeled oxaliplatin in human
colon cancer cells reveals the nucleolus as a putative node for therapeutic effect. Nanoscale Adv, 3: 249-262
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263. Pereira FC, Wasmund K, Cobankovic I, Jehmlich N, Herbold CW, Lee KS, Sziranyi B, Vesely C, Decker T,
Stocker R, Warth B, von Bergen M, Wagner M, Berry D. 2020. Rational design of a microbial consortium of
mucosal sugar utilizers reduces Clostridiodes difficile colonization. Nat Commun, 1: 5104

262. Waite DW, Chuvochina M, Pelikan C, Parks DH, Yilmaz P, Wagner M, Loy A, Naganuma T, Nakai R, Whitman
WB, Hahn MW, Kuever J, Hugenholtz P. 2020. Proposal to reclassify the proteobacterial classes
Deltaproteobacteria and Oligoflexia, and the phylum Thermodesulfobacteria into four phyla reflecting major
functional capabilities. Int J Syst Evol Microbiol, 70: 5972-6016

261. Lukumbuzya M, Kristensen JM, Kitzinger K, Pommerening-Roser A, Nielsen PH, Wagner M, Daims H, Pjevac
P. 2020. A refined set of rRNA-targeted oligonucleotide probes for in situ detection and quantification of
ammonia-oxidizing bacteria. Water Res, 186: 116372

260. Séneca J, Pjevac P, Canarini A, Herbold CW, Zioutis C, Dietrich M, Simon E, Prommer J, Bahn M, P6tsch
EM, Wagner M, Wanek W, Richter A. 2020. Composition and activity of nitrifier communities in soil are
unresponsive to elevated temperature and CO, but strongly affected by drought. ISME J, 14: 3038-3053

259. Daebeler A, Kitzinger K, Koch H, Herbold CW, Steinberger M, Schwarz J, Zechmeister T, Karst S, Albertsen
M, Nielsen PH, Wagner M, Daims H. 2020. Exploring the upper pH limits of nitrite oxidation: diversity,
ecophysiology, and adaptive traits of haloalkalitolerant Nitrospira. ISME J, 14: 2967-2979

258. Murray AE, Freudenstein J, Gribaldo S, Hatzenpichler R, Hugenholtz P, Kdmpfer P, Konstantinidis KT, Lane
CE, Papke RT, Parks DH, Rosselld6-Méra R, Stott MB, Sutcliffe IC, Thrash JC, Venter SN, Whitman WB, Acinas SG,
Amann R, Anantharaman K, Armengaud J, Baker BJ, Barco RA, Bode HB, Boyd ES, Brady CL, Carini P, Chain PSG,
Colman DR, DeAngelis KM, Asuncion de los Rios M, Estrada-de los Santos P, Dunlap CA, Eisen JA, Emerson D,
Ettema TJG, Eveillard D, Girguis PR, Hentschel U, Hollibaugh JT, Hug LA, Inskeep WP, Ivanova EP, Klenk HP, Li WJ,
Lloyd KG, Loffler FE, Makhalanyane TP, Moser DP, Nunoura T, Palmer M, Parro V, Pedrés-Alié C, Probst AJ, Smits
THM, Steen AD, Steenkamp ET, Spang A, Stewart FJ, Tiedje JM, Vandamme P, Wagner M, Wang FP, Hedlund BP,
Reysenbach AL. 2020. Roadmap for naming uncultivated Archaea and Bacteria. Nature Microbiol, 8: 987-994

257. Lee KS, Wagner M, Stocker R. 2020. Raman-based sorting of microbial cells to link functions to their genes.
Microb Cell, 3: 62-65

256. Berg G, Rybakova D, Fischer D, Cernava T, Champomier-Verges MC, Charles T, Chen X, Cocolin L, Eversole K,
Herrero-Corral G, Kazou M, Kinkel L, Lange L, Lima N, Loy A, Macklin JA, Maguin E, Mauchline T, McClure R, Mitter
B, Ryan M, Sarand I, Smidt H, Schelkle B, Roume H, Kiran SG, Selvin J, de Souza RSC, van Overbeek L, Singh
B, Wagner M, Walsh A, Sessitsch A, Schloter M. 2020. Microbiome definition re-visited: old concepts and new
challenges. Microbiome, 1: 103
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255. Kitzinger K, Marchant HK, Bristow LA, Herbold CW, Padilla CC, Kidane AT, Littmann S, Daims H, Pjevac P,
Stewart FJ, Wagner M, Kuypers MMM. 2020. Single cell analyses reveal contrasting life strategies of the two
main nitrifiers in the ocean. Nat Commun, 11: 767

254. Sedlacek C, Giguere A, Dobie M, Mellbye B, Ferrell R, Woebken D, Sayavedra-Soto L, Bottomley P, Daims
H, Wagner M, Pjevac P. 2020. Transcriptomic response of Nitrosomonas europaea transitioned from ammonia-
to oxygen-limited steady-state growth. mSystems, doi: 10.1128/mSystems.00562-19

253. Gwak J-H, Jung M-Y, Honga H, Kima J-G, Quanc Z-X, Reinfelderd JR, Spasove E, Neufeld JD, Wagner M, Rhee
S-K. 2020. Archaeal nitrification is constrained by copper complexation with organic matter in municipal
wastewater treatment plants. ISME J, 2: 335-346
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252. Bale NJ, Palatinszky M, Rijpstra WIC, Herbold CW, Wagner M, Damste JSS. 2019. The membrane lipid
composition of the moderately thermophilic ammonia-oxidizing archaeon Ca. Nitrosotenuis uzonensis at
different growth temperatures. Appl/ Environ Microbiol, 85: (20) e01332-19

251. Kjeldsen KU, Schreiber L, Thorup CA, Boesen T, Bjerg JT, Yang T, Dueholm MS, Larsen S, Risgaard-Petersen
N, Nierychlof M, Schmid M, Bgggildd A, van de Vossenbergh J, Geelhoedi JS, Meysman FJR, Wagner M, Nielsen
PH, Nielsen LP, Schramm A. 2019. On the evolution and physiology of cable bacteria. Proc Natl Acad Sci
USA, 116: 19116-19125

250. Wang B, Qin W, Ren Y, Zhou X, Jung MY, Han P, Eloe-Fadrosh EA, Li M, Zheng Y, Lu L, Yan X, Ji J, Liu Y, Liu L,
Heiner C, Hall R, Martens-Habbena W, Herbold CW, Rhee SK, Bartlett DH, Huang L, Ingalls AE, Wagner M, Stahl
DA, lJia Z. 2019. Expansion of Thaumarchaeota habitat range is correlated with horizontal transfer of ATPase
operons. ISME J, 13: 3067-3079

249. Han P, Yu Y, Zhou L, Tian Z, Li Z, Hou L, Liu M, Wu Q, Wagner M, Men Y. 2019. Specific micropollutant
biotransformation pattern by the comammox bacterium Nitrospira inopinata. Environ Sci Technol, 15: 8695-8705

248. Moeller FU, Webster NS, Herbold CW, Behnam F, Domman D, Albertsen M, Mooshammer M, Markert S,
Turaev D, Becher D, Rattei T, Schweder T, Richter A, Watzka M, Nielsen PH, Wagner M. 2019. Characterization
of a thaumarchaeal symbiont that drives incomplete nitrification in the tropical sponge lanthella basta. Environ.
Microbiol, 21: 3831-3854

247. Jung MY, Gwak JH, Rohe L, Giesemann A, Kim JG, Well R, Madsen EL, Herbold CW, Wagner M, Rhee SK.
2019. Indications for enzymatic denitrification to N,O at low pH in an ammonia-oxidizing archaeon. ISME J, 13:
2633-2638

246. Zhou LJ, Han P, Yu Y, Wang B, Men Y, Wagner M, Wu QL. 2019. Cometabolic biotransformation and
microbial-mediated abiotic transformation of sulfonamides by three ammonia oxidizers. Water Res, 159: 444-
453

245. Wu L, Ning D, Zhang B, Li Y, Zhang P, Shan X, Zhang Q, Brown M, Li Z, Van Nostrand JD, Ling F, Xiao N, Zhang
Y, Vierheilig J, Wells GF, Yang Y, Deng Y, Tu Q, Wang A, Zhang T, He Z, Keller J, Nielsen PH, Alvarez PJJ, Criddle
CS, Wagner M, Tiedje JM, He Q, Curtis TP, Stahl DA, Alvarez-Cohen L, Rittmann BE, Wen X, Zhou J. 2019. Global
diversity and biogeography of bacterial communities in wastewater treatment plants. Nat Microbiol, 7: 1183-
1195

244. Gorka S, Dietrich M, Mayerhofer W, Gabriel R, Wiesenbauer J, Martin V, Zheng Q, Imai B, Prommer J,
Weidinger M, Schweiger P, Eichorst SA, Wagner M, Richter A, Schintimeister A, Woebken D, Kaiser C. 2019. Rapid
transfer of plant photosynthates to soil bacteria via ectomycorrhizal hyphae and its interaction with nitrogen
availability. Front Microbiol, 10: 168
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243. Lee KS, Palatinszky M, Pereira FC, Nguyen J, Fernandez VI, Mueller AJ, Menolascina F, Daims H, Berry
D, Wagner M, Stocker R. 2019. An automated Raman-based platform for the sorting of live cells by functional
properties. Nat Microbiol, 6: 1035-1048

242. Fernando EY, Mcllroy SJ, Nierychlo M, Herbst FA, Petriglieri F, Schmid MC, Wagner M, Nielsen JL, Nielsen
PH. 2019. Resolving the individual contribution of key microbial populations to enhanced biological phosphorus
removal with Raman-FISH. ISME J, 3: 1933-1946

241. Tveit AT, Hestnes AG, Robinson SL, Schintimeister A, Dedysh SN, Jehmlich N, von Bergen M, Herbold
CW, Wagner M, Richter A, Svenning MM. 2019. Widespread soil bacterium that oxidizes atmospheric methane.
Proc Natl Acad Sci USA, 116: 8515-8524

240. Kits KD, Jung MY, Vierheilig J, Pjevac P, Sedlacek CJ, Liu S, Herbold C, Stein LY, Richter A, Wissel H,
Briggemann N, Wagner M, Daims H. 2019. Low yield and abiotic origin of N,O formed by the complete nitrifier
Nitrospira inopinata. Nat Commun, 1: 1836

239. Schneider S, Schintimeister A, Becana M, Wagner M, Woebken D, Wienkoop S. 2019. Sulfate is transported
at significant rates through the symbiosome membrane and is crucial for nitrogenase biosynthesis. Plant Cell
Environ, 4: 1180-1189

238. Weiss R, Palatinszky M, Wagner M, Niessner R, Elsner M, Seidel M, Ivleva NP. 2019. Surface-enhanced
Raman spectroscopy of microorganisms: Limitations and applicability on the single-cell level, Analyst, 3: 943-953

237. Kitzinger K, Padilla CC, Marchant HK, Hach PF, Herbold CW, Kidane AT, Kénneke M, Littmann S,
Mooshammer M, Niggemann J, Petrov S, Richter A, Stewart FJ, Wagner M, Kuypers MMM, Bristow LA. 2019.
Cyanate and urea are substrates for nitrification by thaumarchaeota in the marine environment. Nat
Microbiol, 2: 234-243
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236. Zumstein MT, Schintimeister A, Nelson TF, Baumgartner R, Woebken D, Wagner M, Kohler H-PE, McNeill K,
Sander M. 2018. Biodegradation of synthetic polymers in soils: Tracking carbon into CO; and microbial biomass.
Science Advances, 4: eaas9024

235. Bjerg JT, Boschker HTS, Larsen S, Berry D, Schmid M, Millo D, Tataru P, Meysman FJR, Wagner M, Nielsen
LP, Schramm A. 2018. Long-distance electron transport in individual, living cable bacteria. Proc Natl Acad Sci
USA, 115: 5786-5791

234. Reese A, Pereira F, Schintimeister A, Berry D, Wagner M, Hale L, Wu A, Jiang S, Durand H, Zhou X, Premont
R, Diehl AM, O'Connell T, Alberts S, Kartzinel T, Pringle R, Dunn R, Wright J, and David L. 2018. Microbial nitrogen
limitation in the mammalian large intestine. Nat Microbiol, 12: 1441-1450

233. Kitzinger K, Koch H, Liicker S, Sedlacek CJ, Herbold C, Schwarz J, Daebeler A, Mueller AJ, Lukumbuzya M,
Romano S, Leisch N, Karst SM, Kirkegaard R, Albertsen M, Nielsen PH, Wagner M, Daims H. 2018.
Characterization of the first “Candidatus Nitrotoga” isolate reveals metabolic versatility and separate evolution
of widespread nitrite-oxidizing bacteria. mBio, 9: e01186-18

232. Yu Y, Han P, Zhou L-J, Li Z, Wagner M, Men Y. 2018. Ammonia monooxygenase-mediated cometabolic
biotransformation and hydroxylamine-mediated abiotic transformation of micropollutants in an AOB/NOB co-
culture. Environ. Sci. Technol. 52: 9196-9205

231. Daims H, Wagner M. 2018. Nitrospira. Trends Microbiol, 5: 462-463
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230. Webster NS, Wagner M, Negri AP. 2018. Microbial conservation in the Anthropocene. Environ. Microbiol,
6:1925-1928

229. Hausmann B, Pjevac P, Schreck K, Herbold CW, Daims H, Wagner M, Loy A. 2018. Draft genome sequence
of Telmatospirillum siberiense 26-4b1T, an acidotolerant peatland alphaproteobacterium potentially involved in
sulfur cycling. Genome Announc, 6 (4) e01524-17

228. Volland J-M, Schintlmeister A, Zambalos H, Reipert S; Mozeti¢ P, Espada-Hinojosa S, Turk V, Wagner M,
Bright M. 2018. NanoSIMS and tissue autoradiography reveal symbiont carbon fixation and organic carbon
transfer to giant ciliate host. ISME J, 3: 714-727

227. Daebeler A, Herbold C, Vierheilig J, Sedlacek CJ, Pjevac P, Albertsen M, Kirkegaard RH, De La Torre JR, Daims
H, Wagner M. 2018. Cultivation and genomic analysis of “Candidatus Nitrosocaldus islandicus”, an obligately
thermophilic, ammonia-oxidizing thaumarchaeon from a hot spring biofilm in Graendalur valley, Iceland. Front
Microbiol, 9: 193
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226. Kits KD, Sedlacek CJ, Lebedeva EV, Han P, Bulaev A, Pjevac P, Daebeler A, Romano S, Albertsen M, Stein LY,
Daims H, Wagner M. 2017. Kinetic analysis of a complete nitrifier reveals an oligotrophic lifestyle. Nature, 549:
269-272

225. Pjevac P, Schauberger C, Poghosyan L, Herbold CW, van Kessel MAHJ, Daebeler A, Steinberger M, Jetten
MSM, Luecker S, Wagner M, Daims H. 2017. AmoA-targeted polymerase chain reaction primers for the specific
detection and quantification of comammox Nitrospira in the environment. Front Microbiol, 8: 1508

224. Schulz F, Yutin N, lvanova NN, Ortega DR, Lee TK, Vierheilig J, Daims H, Wagner M, Jensen GJ, Kyrpides NC,
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